: List of short definitions.
Coding: C = Change, I = Imbalance, S = Specific, O = Other.
Short definitions (quotes)
Reference type The HF/HS diet created a specific inflammatory environment in the gut, correlated with intestinal mucosa dysbiosis characterized by an overgrowth of pro-inflammatory Proteobacteria such as E. coli, a decrease in protective bacteria, and a significantly decreased of SCFA concentrations. Agus et al., Sci Rep 6:19032, 2016 . S Alterations in microbial composition can result in intestinal dysbiosis, which has been implicated in several diseases including obesity, inflammatory bowel disease, and liver diseases. Although treatment protocols, donor selection, stool preparation and delivery methods varied widely, with a few reports following an identical protocol, FMT has diffused to other areas where the alterations of the gut microbiota ecology (or dysbiosis) have been theorized to play a causative role, including inflammatory bowel disease (IBD) and irritable bowel syndrome (IBS), among several other extra-intestinal disorders (i.e. metabolic syndrome and obesity, multiple sclerosis, cardiovascular diseases). Cammarota et al., Dig Dis 34:279-85, 2016 . C An astronaut's body during spaceflight encounters increased risk for microbial infections and conditions because of immune dysregulation and altered microbiome, i.e. dysbiosis. Cervantes et al., Int Rev Immunol 35:67-82, 2016 .
C Furthermore, alterations in the composition or balance of the intestinal microbiota, or dysbiosis, are associated with many gastrointestinal diseases.
The dysbiosis of gut microbiota indicated by the mean diversity (Shannon index) and mean similarity (Sorenson index) was severe as the liver cirrhosis developed, and AS supplementation had an apparent intervention effect on the dysbiosis of gut microbiota at 4 wk.
Chen et al., World J Gastroenterol 22:2949 -59, 2016 .
C CONCLUSIONS: These observations suggest dysbiosis in RA patients resulting from the abundance of certain rare bacterial lineages.
Chen et al., Genome Med 8: 43, 2016 . S
The link between the two has become evident, as recent studies have linked intestinal dysbiosis, or the disproportionate balance of beneficial to pathogenic microbes, with increased inflammatory disease susceptibility. Cook et al., Immunol Cell Biol 94:158-63, 2016. I We hypothesize that dysbiosis between regular residents of the upper respiratory tract (URT) microbiome, that is balance between commensals and potential pathogens, is involved in pathogen overgrowth and consequently disease.
de Steenhuijsen Piters et al., ISME J 10:97-108, 2016.
I
While the healthy skin microbiome functions as guardians of host defense, increased or decreased bacterial composition of the skin microbiome (called dysbiosis) leads to skin inflammation and disease.
Di Domizio et al., Rev Med Suisse 12:660-4, 2016 .
C CONCLUSIONS: Our 16S rRNA sequence data demonstrate intestinal dysbiosis at the community level in Korean CD patients, which is similar to alterations of the intestinal microbial community seen in the western counterparts.
Eun et al., BMC Gastroenterol 16:28, 2016 . C
In addition to the known dysfunctions in barrier function of the skin and immunologic disturbances, evidence is rising that frequent skin disorders, e.g. atopic dermatitis, might be connected to a dysbiosis of the microbial community and changes in the skin microbiome. Gagniere et al., World J Gastroenterol 22:501-18, 2016 .
C
Our study reveals dysbiosis in the diversity of microbial community structure in lesional skin of vitiligo subjects. Ganju et al., Sci Rep 6:18761, 2016 . C These results indicated that dysbiosis of gut microbiota was associated with the pathogenesis of PCOS. We recently reported that alpha-mangostin (alpha-MG), the most abundant xanthone in mangosteen fruit, altered the intestinal microbiome, promoted dysbiosis, and exacerbated colitis in C57BL/6J mice. Sheflin et al., Curr Oncol Rep 16:406, 2014 . I
The imbalance in the composition of the microbiota (dysbiosis) observed in IBD patients is one of the strongest arguments and provides the rationale for a therapeutic manipulation of the gut microbiota.
Sokol et al., Dig Dis 32 Suppl 1:10-7, 2014. I
Differentiating between an optimal microbiota, one that increases disease risk, and one that is causative or potentiates disease will be required to further understand both the etiology and possible treatments for health problems related to microbiota dysbiosis. 
